ABSTRACT Listeria newyorkensis is a bacterium that was recently classified into the genus Listeria. So far, there are only two reports of isolation of L. newyorkensis from food. Here, we report the whole-genome sequence of L. newyorkensis strain 2-1, isolated from river water in Japan.
ment, such as soil (5) (6) (7) . To date, L. newyorkensis strains have been isolated only from food sources (1, 2) . However, our surveillance study showed that this strain can also be found in other environments.
There is limited information regarding the detection of newly registered Listeria spp., in particular, those belonging to the Listeria sensu lato group, resulting in a lack of information about the genome sequence and the distribution area of this species. Therefore, the information related to not only L. monocytogenes but also other Listeria spp. is required for defining the index for species identification and elucidating the phylogeny of the Listeria genus.
Data availability. The assembled genome sequence was registered in GenBank under the accession number BJEY00000000. The version described in this paper is BJEY01000000. Raw sequence reads have been deposited in the NCBI Sequence Read Archive under the BioProject number PRJDB7923 and under accession number DRR165934.
